1994 Qmduate SMdsM Symposium 
The Human Genome: Some Assembly Required 
The Methods, Goafs and Implications 
of the Human Genome Project 


FRIDAY APRIL 15 

4:00P Registration, Porter Biosciences First Floor Lobby 
5:00P Dinner, Porter Biosciences 

7:00P Keynote Address: 

Universtiy of Washington School of Medicine 
Perspectives on the Human Genome Project 

Session I: Finding the Parts-Large Scale Sequencing Technology 

8:00P ^gfjJStfaferston, Genetics Department, Wahington University School of Medicine 
The C. elegans Genome Project: Lessons 
9:00P Reception and Dessert Party, Duane Physics Gamow Tower 

SATURDAY APRIL 16 

8:00 A Breakfast, Porter Biosciences 

8:30A Leroy Hood, University of Washington School of Medicine 
Targe Scale DNA Sequencing 

9:30A Affymax Research Insrtute, Palo Alto, CA. 

Hybridization Sequencing Using Spatially Addressable Oligonucleotide Arrays 

Session II: Assembly Inst ructions-Analysis of Genomic Sequence Data 

10:30A DjaylCSiasls, Department of Genetics, University of Pennsylvania School of Medicine 
Gene Recognition by Linguistic Analysis 
11:30P Lunch, Porter Biosciences 

12:30P Richard Mural, Biology Division, Oak Ridge National Laboratory 
Gene Recognition by Artificial Intelligence 

1:30P PhitGreeif, Genetics Department, Washington University School of Medicine 
" Ancient Conserved Regions in DNA 

Session iii: Trouble Shooting- Understanding Human Genetic Disease 

2:30P Marcy MacDonald, Massachusetts General Hospital 
Huntington's Disease 
3:30P Free Time/Outing 
5:00P Dinner, Restaurants in Boulder 
7:00P Coffee 

7:30P Charles Laird, Department of Medicine University of Washington , 

Fragile-X and the Triplet Expansion 
8:30P Marie-Clalre King, University of California, Berkeley 
Mapping Genetic Disorders 
9:30P Symposium Party, Porter Biosciences Room 121 


Source:, https://www.industrydocumerits.ucsf.edu/dQ.cs/yjfbOOQO 



SUNDAY APRIL 17 


Session IV: Disclaimers- Ethical, Legal and Social Issues 
8:00 A Breakfast, Porter Biosciences 

9:00A Marcus Feldman, Department of Genetics, Stanford University 
Diverse Human Genomes 

10:00A Dean Hamer, National Cancer Institute, National Instutues of Health 
The Genetics of Sexual Orientation 
11:00A Michael Yesiey, Los Alamos Netional Laboratory 
The NiH-DOE ELSI Program 
12:00P Closing Remarks 
12:15P Lunch, Porter Biosciences 

AH talks will be held In Ramaley C250 
Abstracts and References are Available in the Reading Room 


Source: https://www.industrydocuments.ucsf.edu/docs/yjfbOOOO 


1994 Graduate Student Symposium 

THE Human Genome: Some Assembly Required 

The Methods, Goals and Implications of the Human Genome Project 


DEPARTMENT OF MOLECULAR, CELLULAR, AND DEVELOPMENTAL BIOLOGY 
UNIVERSITY OF COLORADO AT BOULDER 
APRIL 15-17,1994 


We invite you to register for the MCDR Graduate Student Symposium. Meals will be provided 
—from Friday evening through Sunday lunch, except Saturday night— for those registered for the 
symposium- To register, send your completed registration form to the address below. 

Registration starts at 4:00 pm on Friday in the MCDB lobby. You will need to pick up your 
nametag and program at this time. Due to increased interest, only registrants with a symposium 
nametag will be admitted to the talks. Dinner on Friday night will be catered in the lobby of MCDB 
and will begin at 5:00. The first talk will begin at 7:00 pm on Friday night in Ramaley C250. 


REGISTRATION: 

NAME: 

COMPANY: 

ADDRESS: 


PHONE: 

E-MAIL ADDRESS: 


Cost: $35.00 Ail meals will be provided for registered attendees (except Saturday evening}. 

Please make checks out to the University of Colorado. 

Upon receipt of your registration fee, we will send you 
an acknowledgement of payment, a map, and a schedule of events. 


EkasgJKtam cgmpkt^ 

T u esday. Ap rils, 

Graduate Student Symposium Registration 

Department of MCD Biology 

Campus Box 347 

University of Colorado 

Boulder, CO 80309-0347 


If yora have any questions, please contact 

Denise Ippensen (303) 492-2260 

e-mail: ippensen@beagle.colorado.edu 

Amy Hoboes (303) 492-8513 

e-mail: holmes@horton.colorado.edu 


S u : https://www.industrydocuments.ucsf.edu/clocs/yjfbOOO 






Keynote Address: 

Leroy Hood, University of Washington School of Medicine 
Perspectives on the Human Genome Project 


Session I: Finding the Parts- Large Scale Sequencing Technology Session III: Trouble Shooting- Umlerst. 




enetic Disease 


Bob Waters ton, Washington University School of Medicine 
The C. elegans Genome Project: lessons 

Leroy Hood, University of Washington School of Medicine ' ' . 

' .Large Scale DNA Sequencing ;V V ■ 

Stephen Fodor, Afiymax Research Institute " ' 

Hybridization Sequencing Using Oligonucleotide Arrays ? ,\''' - 

Session II: Assembly Instructions- Analysis of Sequence Data 


David Searls, University of Pennsylvania Schoot of Medicine * 

Gene Recognition by Linguistic Analysis _ 

Richard Mural, Oak Ridge National Laboratory 

Gene Recognition, by Artificial Intelligence . ' -'V « .‘.‘■r 

Phil Green, Washington University School of Medicine T 

AncictW Conserved Regions in DNA : • * - 


Marcy MacDonald, Massachusetts General Hospital 
Huntington's Disease . 

Charles Laird, Fred Hutchinson Cancer Research Center 
Fragile-X and the Triplet Expansion < . ‘ 

r Mary-Claire King, University of California, Berkeley -■ * 

« Mapping Genetic Disorders ' U;-,~ v ■■■■- V - 

Session IV: Disclaimers— Ethical, Legal and Social Issues 


Marcus Feldman, Department of Genetics, Stanford University 
Diverse Human Genomes 

Dean Hamer, National Cancer Institute, National Institutes of Health 
The Genetics of Sexual Orientation ’ \'gi .., 

• Michael Yesley, Los Alamos National Laboratory • * "* 

'' ThiNlH-DOE EISI Program ' ' ■ \ ‘ ' ‘ • . '■ 


■ Source: https://www.indtistrydocuments.ucs' 
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